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FIGURE 1 




Ehition VoluM (I h»aio«) 

C fr.ction.tioo of h.p»rin lyM««- 

iuL. Th. .cuvity (unWnl) u>w«d h'P*"" '*> 

;» u.w.rd h.p.«n W) 

ic.u ih. pomon of Ih. p.»ki th.t «« coU«u<4. 



FiaiRE 2 





Elution VolufM (mU 
. FPLC frwiionation of h«p*rin ly*»e«- °- 
1 6. heparin lya« HI. The a/-n>u; iniiie*t« ih« iwrt 
ii eluiion. .nd th. crou-hauhing indictei the 
i that v^cre collected. 
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FiC. 3. GPC-HPLC fractionation or heparin lyases, a, hepa- 
rin lyase i; b. heparin lyase II: c. heparin lyase 111; and d, molecular 
wci(hl lundards (Af,) coosistinj of thyrogtobulin (bovine. 670.000). 
rammaclobulio (1&8,000). ovalbumin (44,000). myoglobin (horse. 
17,000). and cyanocobalamin ( 1350). The crosM-houhing indicates the 
portion of the peaks that were collected. 




Fig. 4. SDS-PaCE in a 12% discontinuous polyacrylamide 
eel under reducinc conditions. Two iif each of heparin lyase I 
(/one o). heparin lyase II {lane bi. heparin lyase HI (tone c), and 
molecuisr weicht standards (lone d). Shown to the rifht are the masi 
of the molecular weight sundards in kDa. 
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Tryptic maps of heparinase II (top) and III (bottom). 



